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DESP_HUMAN P15924 DSP 6p24.3 7541808..7586950 Desmoplakin

Modification Sites Map

Click a modification site to display the information in detail.

Site no Amino acid Type Division Detail

172 Y P Lab 100627_akimura_pOVISE_2.mgf[F017440]

172 Y P Lab 100627_akimura_pOVISE_3.mgf[F017443]

172 Y P Lab 100626-nagata-pMCAS-10mg.mgf[F014995]

172 Y P Paper Sci Signal 2011, 4(179), rs5

Protein Sequence

MSCNGGSHPR INTLGRMIRA ESGPDLRYEV TSGGGGTSRM YYSRRGVITD QNSDGYCQTG TMSRHQNQNT IQELLQNCSD CLMRAELIVQ PELKYGDGIQ LTRSRELDEC F
AQANDQMEI LDSLIREMRQ MGQPCDAYQK RLLQLQEQMR ALYKAISVPR VRRASSKGGG GYTCQSGSGW DEFTKHVTSE CLGWMRQQRA EMDMVAWGVD LASVEQHIN
S HRGIHNSIGD YRWQLDKIKA DLREKSAIYQ LEEEYENLLK ASFERMDHLR QLQNIIQATS REIMWINDCE EEELLYDWSD KNTNIAQKQE AFSIRMSQLE VKEKELNKLK Q
ESDQLVLNQ HPASDKIEAY MDTLQTQWSW ILQITKCIDV HLKENAAYFQ FFEEAQSTEA YLKGLQDSIR KKYPCDKNMP LQHLLEQIKE LEKEREKILE YKRQVQNLVN KSKK
IVQLKP RNPDYRSNKP IILRALCDYK QDQKIVHKGD ECILKDNNER SKWYVTGPGG VDMLVPSVGL IIPPPNPLAV DLSCKIEQYY EAILALWNQL YINMKSLVSW HYCMIDIE
KI RAMTIAKLKT MRQEDYMKTI ADLELHYQEF IRNSQGSEMF GDDDKRKIQS QFTDAQKHYQ TLVIQLPGYP QHQTVTTTEI THHGTCQDVN HNKVIETNRE NDKQETWML
M ELQKIRRQIE HCEGRMTLKN LPLADQGSSH HITVKINELK SVQNDSQAIA EVLNQLKDML ANFRGSEKYC YLQNEVFGLF QKLENINGVT DGYLNSLCTV RALLQAILQT E
DMLKVYEAR LTEEETVCLD LDKVEAYRCG LKKIKNDLNL KKSLLATMKT ELQKAQQIHS QTSQQYPLYD LDLGKFGEKV TQLTDRWQRI DKQIDFRLWD LEKQIKQLRN YRD
NYQAFCK WLYDAKRRQD SLESMKFGDS NTVMRFLNEQ KNLHSEISGK RDKSEEVQKI AELCANSIKD YELQLASYTS GLETLLNIPI KRTMIQSPSG VILQEAADVH ARYIELL
TRS GDYYRFLSEM LKSLEDLKLK NTKIEVLEEE LRLARDANSE NCNKNKFLDQ NLQKYQAECS QFKAKLASLE ELKRQAELDG KSAKQNLDKC YGQIKELNEK ITRLTYEIED
EKRRRKSVED RFDQQKNDYD QLQKARQCEK ENLGWQKLES EKAIKEKEYE IERLRVLLQE EGTRKREYEN ELAKVRNHYN EEMSNLRNKY ETEINITKTT IKEISMQKED DS
KNLRNQLD RLSRENRDLK DEIVRLNDSI LQATEQRRRA EENALQQKAC GSEIMQKKQH LEIELKQVMQ QRSEDNARHK QSLEEAAKTI QDKNKEIERL KAEFQEEAKR RWE
YENELSK VRNNYDEEII SLKNQFETEI NITKTTIHQL TMQKEEDTSG YRAQIDNLTR ENRSLSEEIK RLKNTLTQTT ENLRRVEEDI QQQKATGSEV SQRKQQLEVE LRQVTQM
RTE ESVRYKQSLD DAAKTIQDKN KEIERLKQLI DKETNDRKCL EDENARLQRV QYDLQKANSS ATETINKLKV QEQELTRLRI DYERVSQERT VKDQDITRFQ NSLKELQLQK
QKVEEELNRL KRTASEDSCK RKKLEEELEG MRRSLKEQAI KITNLTQQLE QASIVKKRSE DDLRQQRDVL DGHLREKQRT QEELRRLSSE VEALRRQLLQ EQESVKQAHL RN
EHFQKAIE DKSRSLNESK IEIERLQSLT ENLTKEHLML EEELRNLRLE YDDLRRGRSE ADSDKNATIL ELRSQLQISN NRTLELQGLI NDLQRERENL RQEIEKFQKQ ALEASNR
IQE SKNQCTQVVQ ERESLLVKIK VLEQDKARLQ RLEDELNRAK STLEAETRVK QRLECEKQQI QNDLNQWKTQ YSRKEEAIRK IESEREKSER EKNSLRSEIE RLQAEIKRIE
ERCRRKLEDS TRETQSQLET ERSRYQREID KLRQRPYGSH RETQTECEWT VDTSKLVFDG LRKKVTAMQL YECQLIDKTT LDKLLKGKKS VEEVASEIQP FLRGAGSIAG ASA
SPKEKYS LVEAKRKKLI SPESTVMLLE AQAATGGIID PHRNEKLTVD SAIARDLIDF DDRQQIYAAE KAITGFDDPF SGKTVSVSEA IKKNLIDRET GMRLLEAQIA SGGVVDPV
NS VFLPKDVALA RGLIDRDLYR SLNDPRDSQK NFVDPVTKKK VSYVQLKERC RIEPHTGLLL LSVQKRSMSF QGIRQPVTVT ELVDSGILRP STVNELESGQ ISYDEVGERI K
DFLQGSSCI AGIYNETTKQ KLGIYEAMKI GLVRPGTALE LLEAQAATGF IVDPVSNLRL PVEEAYKRGL VGIEFKEKLL SAERAVTGYN DPETGNIISL FQAMNKELIE KGHGIRL
LEA QIATGGIIDP KESHRLPVDI AYKRGYFNEE LSEILSDPSD DTKGFFDPNT EENLTYLQLK ERCIKDEETG LCLLPLKEKK KQVQTSQKNT LRKRRVVIVD PETNKEMSVQ E
AYKKGLIDY ETFKELCEQE CEWEEITITG SDGSTRVVLV DRKTGSQYDI QDAIDKGLVD RKFFDQYRSG SLSLTQFADM ISLKNGVGTS SSMGSGVSDD VFSSSRHESV SKI
STISSVR NLTIRSSSFS DTLEESSPIA AIFDTENLEK ISITEGIERG IVDSITGQRL LEAQACTGGI IHPTTGQKLS LQDAVSQGVI DQDMATRLKP AQKAFIGFEG VKGKKKMS
AA EAVKEKWLPY EAGQRFLEFQ YLTGGLVDPE VHGRISTEEA IRKGFIDGRA AQRLQDTSSY AKILTCPKTK LKISYKDAIN RSMVEDITGL RLLEAASVSS KGLPSPYNMS SA
PGSRSGSR SGSRSGSRSG SRSGSRRGSF DATGNSSYSY SYSFSSSSIG H

　Backcolor of amino acid：　Yellow -> site of modification、gray -> in front of processing
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