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EDF1_HU 9qg34 ||139756571..1397 |[Endothelial differentiation-relate
|MAN “060869 |EDF1 .3 60738 |d factor 1
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Click a modification site to display the information in detail.

[ site no [Amino acid| Type | bivision |
T

10 P Lab 130327_HEK_CE_pphos.mgf[F015007]
10 T P Lab 130327_HEK_CE_pphos.mgf[F015007]
10 T P Lab 130415_HEK_CE_tphos.mgf[F015009]
10 T P Lab 130415_HEK_CE_tphos.mgf[F015009]

Protein Sequence

MAESDWDTVT VLRKKGPTAA QAKSKQAILA AQRRGEDVET SKKWAAGQNK QHSITKNTAK LDRETEEL
HH DRVTLEVGKV IQQGRQSKGL TQKDLATKIN EKPQVIADYE SGRAIPNNQV LGKIERAIGL KLRGKDI
GKP IEKGPRAK

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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