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Click a modification site to display the information in detail.

Siteno [Aminoacia| Type | Divisin | petn
S Lab

118 P 100627_akimura_pRMG1_1.mgf[F017451]
118 S P Lab 100520-GIST-R2.mgf[F017517]

118 S P Lab 100520-GIST-W3.mgf[F017524]

118 S P Paper Sci Signal 2011, 4(179), rs5

Protein Sequence

MATNFLAHEK IWFDKFKYDD AERRFYEQMN GPVAGASRQE NGASVILRDI ARARENIQKS LAGSSGPGA
S SGTSGDHGEL VVRIASLEVE NQSLRGVVQE LQQAISKLEA RLNVLEKSSP GHRATAPQTQ HVSPMRQ
VEP PAKKPATPAE DDEDDDIDLF GSDNEEEDKE AAQLREERLR QYAEKKAKKP ALVAKSSILL DVKPWD
DETD MAQLEACVRS IQLDGLVWGA SKLVPVGYGI RKLQIQCVVE DDKVGTDLLE EEITKFEEHV QSVDI
AAFNK I

Backcolor of amino acid :

Yellow -> site of modification. gray -> in front of processing
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