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Click a modification site to display the information in detail.

[steno [ Amnoaca | type | owson | osn |
4s6 s P Jtab  |[100627_akimura_pOVISE_2.mgf[FO17440] |
456 S [P [[Lab 100627_akimura_pOVISE_3.mgf[F017443]

456 s [P |[Paper Sci Signal 2009, 2(84), ra46

456 S [P |[Paper Sci Signal 2011, 4(179), rs5

Protein Sequence

MFSWVSKDAR RKKEPELFQT VAEGLRQLYA QKLLPLEEHY RFHEFHSPAL EDADFDNKPM VLLVGQYSTG KTTFIRHLIE QDFPGMRIGP EPTTDSFIAV MHGPTEGVVP GNA
LVVDPRR PFRKLNAFGN AFLNRFMCAQ LPNPVLDSIS IIDTPGILSG EKQRISRGYD FAAVLEWFAE RVDRIILLFD AHKLDISDEF SEVIKALKNH EDKIRVVLNK ADQIETQQ
LM RVYGALMWSL GKIINTPEVV RVYIGSFWSH PLLIPDNRKL FEAEEQDLFK DIQSLPRNAA LRKLNDLIKR ARLAKVHAYI ISSLKKEMPN VFGKESKKKE LVNNLGEIYQ KI

EREHQISP GDFPSLRKMQ ELLQTQDFSK FQALKPKLLD TVDDMLANDI ARLMVMVRQE ESLMPSQVVK GGAFDGTMNG PFGHGYGEGA GEGIDDVEWV VGKDKPTYDE IF
YTLSPVNG KITGANAKKE MVKSKLPNTV LGKIWKLADV DKDGLLDDEE FALANHLIKV KLEGHELPAD LPPHLVPPSK RRHE

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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