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Protein Sequence

MSAIQNLHSF DPFADASKGD DLLPAGTEDY IHIRIQQRNG RKTLTTVQGI ADDYDKKKLYV KAFKKKFACN
GTVIEHPEYG EVIQLQGDQR KNICQFLVEI GLAKDDQLKV HGF

Backcolor of amino acid :

Yellow -> site of modification. gray -> in front of processing
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