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10 [sccessonfGenename| ____GrNo. | pescrption
ENPL_HUMAN||P14625 HSP90B1 12q23.3|(104323885..104347423||Endoplasmin

Modification Sites Map
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Click a modification site to display the information in detail.
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17 ] [Gyco  Jltab  |[t30626_Gly_S_MGFPeaklist. mgf[F015371]
217 [N Glyco [[Lab 130626_Gly_S_MGFPeaklist. mgf[F015371]
217 [N Glyco [[Lab 130703_Gly_S_re_MGFPeaklist.ngf[F015387]
217 (I Glyco [[lLab 130703_Gly_Y_re_MGFPeaklist.mgf[F015388]
217 [ Glyco [|Lab 130703_Gly_Y_re_MGFPeaklist. ngf[F015388]

Protein Sequence

MRALWVLGLC CVLLTFGSVR ADDEVDVDGT VEEDLGKSRE GSRTDDEVVQ REEEAIQLDG LNASQIRELR EKSEKFAFQA EVNRMMKLII NSLYKNKEIF LRELISNASD ALD
KIRLISL TDENALSGNE ELTVKIKCDK EKNLLHVTDT GVGMTREELV KNLGTIAKSG TSEFLNKMTE AQEDGQSTSE LIGQFGVGFY SAFLVADKVI VTSKHNNDTQ HIWESD
SNEF SVIADPRGNT LGRGTTITLV LKEEASDYLE LDTIKNLVKK YSQFINFPIY VWSSKTETVE EPMEEEEAAK EEKEESDDEA AVEEEEEEKK PKTKKVEKTV WDWELMNDIK
PIWQRPSKEV EEDEYKAFYK SFSKESDDPM AYIHFTAEGE VTFKSILFVP TSAPRGLFDE YGSKKSDYIK LYVRRVFITD DFHDMMPKYL NFVKGVVDSD DLPLNVSRET LQQ

HKLLKVI RKKLVRKTLD MIKKIADDKY NDTFWKEFGT NIKLGVIEDH SNRTRLAKLL RFQSSHHPTD ITSLDQYVER MKEKQDKIYF MAGSSRKEAE SSPFVERLLK KGYEVIY
LTE PVDEYCIQAL PEFDGKRFQN VAKEGVKFDE SEKTKESREA VEKEFEPLLN WMKDKALKDK IEKAVVSQRL TESPCALVAS QYGWSGNMER IMKAQAYQTG KDISTNYYA

S QKKTFEINPR HPLIRDMLRR IKEDEDDKTV LDLAVVLFET ATLRSGYLLP DTKAYGDRIE RMLRLSLNID PDAKVEEEPE EEPEETAEDT TEDTEQDEDE EMDVGTDEEE ETA
KESTAEK DEL

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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