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EEZZ_HUMA QOUHYS FEZ2 ;pzz. C3)6778570..3687323 ;ascmulatlon and elongation protein zeta-
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Click a modification site to display the information in detail.
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1135 s (P ||Lab [l140320_tita_C18_.mgf[F017426]
1135 |ls P ||Lab ||140320_tita_SDB_.mgf[F017430] |
1135 s P |Paper ||sci Signal 2011, 4(179), rs5 |

Protein Sequence

MAADGDWQDF YEFQEPARSL LDQENCNASP EPGAEAGAEA GGGADGFPAP ACSLEEKLSL CFRPSDPGAE PPRTAVRPIT
ERSLLQGDEI WNALTDNYGN VMPVDWKSSH TRTLHLLTLN LSEKGVSDSL LFDTSDDEEL REQLDMHSII VSCVNDEPLF
TADQVIEEIE EMMQESPDPE DDETPTQSDR LSMLSQEIQT LKRSSTGSYE ERVKRLSVSE LNEILEEIET AIKEYSEELV QQ
LALRDELE FEKEVKNSFI SVLIEVQNKQ KEHKETAKKK KKLKNGSSQN GKNERSHMPG TYLTTVIPYE KKNGPPSVED LQI
LTKILRA MKEDSEKVPS LLTDYILKVL CPT

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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