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[siteno [ aminoscis | type | owsn | oews |

62 s 100510-lungc1077.mgf[F017508]

62 s P |[Lab 100510-lungc128.mgf[F017484]

62 s [P [[Lab 100510-lungc391.mgf[F017493]

62 s [P [|lLab 100627_akimura_pOVTOKO_1.mgf[F017447]
62 s [P [[lLab 140320_tita_C18_.mgf[F017426]

62 5 [P [|Lab 100520-GIST-W2.mgf[F017522]

62 s P |[Paper Cancer Res 2009, 69(6), 2663-2668

62 s [P |[Paper Sci Signal 2011, 4(179), rs5

Protein Sequence

MNAIVALCHF CELHGPRTLF CTEVLHAPLP QGDGNEDSPG QGEQAEEEEG GIQMNSRMRA HSPAEGASVE SSSPGPKKSD MCEGCRSLAA GHPGYISHDK ETSIKYVSHQ

HPSHPQLFSI VRQACVRSLS CEVCPGREGP IFFGDEQHGF VFSHTFFIKD SLARGFQRWY SIITIMMDRI YLINSWPFLL GKVRGIIDEL QGKALKVFEA EQFGCPQRAQ RMNT
AFTPFL HQRNGNAARS LTSLTSDDNL WACLHTSFAW LLKACGSRLT EKLLEGAPTE DTLVQMEKLA DLEEESESWD NSEAEEEEKA PVLPESTEGR ELTQGPAESS SLSGCG
SWQP RKLPVFKSLR HMRQVLGAPS FRMLAWHVLM GNQVIWKSRD VDLVQSAFEV LRTMLPVGCV RIIPYSSQYE EAYRCNFLGL SPHVQIPPHV LSSEFAVIVE VHAAARST

LH PVGCEDDQSL SKYEFVVTSG SPVAADRVGP TILNKIEAAL TNQNLSVDVV DQCLVCLKEE WMNKVKVLFK FTKVDSRPKE DTQKLLSILG ASEEDNVKLL KFWMTGLSKT
YKSHLMSTVR SPTASESRN

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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