
ID Accession GeneName Chr.No. Description

FLNB_HUMAN O75369 FLNB 3p14.3 57994127..58157982 Filamin-B

Modification Sites Map

Click a modification site to display the information in detail.

Site no Amino acid Type Division Detail

2502 Y P Lab 100407-nagata-pMCAS-10mg.mgf[F014984]

2502 Y P Lab 100407-nagata-pOVISE-10mg.mgf[F014987]

2502 Y P Lab 100407-nagata-pOVSAYO-10mg.mgf[F014990]

2502 Y P Lab 100407-nagata-pRMG1-10mg.mgf[F014992]

2502 Y P Lab 100407-nagata-pRMG2-10mg.mgf[F014993]

2502 Y P Lab 100626-nagata-pMCAS-10mg.mgf[F014995]

2502 Y P Lab 100626-nagata-pOVCAR3-10mg.mgf[F014996]

2502 Y P Lab 100626-nagata-pOVHO-10mg.mgf[F014997]

2502 Y P Lab 100626-nagata-pOVMANA-10mg.mgf[F015000]

2502 Y P Lab 100626-nagata-pOVSAYO-10mg.mgf[F015001]

2502 Y P Paper Cancer Res 2012, 72(10), 2501-2511

2502 Y P Paper Cell 2007, 131(6), 1190-1203

Protein Sequence

MPVTEKDLAE DAPWKKIQQN TFTRWCNEHL KCVNKRIGNL QTDLSDGLRL IALLEVLSQK RMYRKYHQRP TFRQMQLENV SVALEFLDRE SIKLVSIDSK AIVDGNLKLI LGL
VWTLILH YSISMPVWED EGDDDAKKQT PKQRLLGWIQ NKIPYLPITN FNQNWQDGKA LGALVDSCAP GLCPDWESWD PQKPVDNARE AMQQADDWLG VPQVITPEEI IHP
DVDEHSV MTYLSQFPKA KLKPGAPLKP KLNPKKARAY GRGIEPTGNM VKQPAKFTVD TISAGQGDVM VFVEDPEGNK EEAQVTPDSD KNKTYSVEYL PKVTGLHKVT VLFAG
QHISK SPFEVSVDKA QGDASKVTAK GPGLEAVGNI ANKPTYFDIY TAGAGVGDIG VEVEDPQGKN TVELLVEDKG NQVYRCVYKP MQPGPHVVKI FFAGDTIPKS PFVVQVG
EAC NPNACRASGR GLQPKGVRIR ETTDFKVDTK AAGSGELGVT MKGPKGLEEL VKQKDFLDGV YAFEYYPSTP GRYSIAITWG GHHIPKSPFE VQVGPEAGMQ KVRAWGPG
LH GGIVGRSADF VVESIGSEVG SLGFAIEGPS QAKIEYNDQN DGSCDVKYWP KEPGEYAVHI MCDDEDIKDS PYMAFIHPAT GGYNPDLVRA YGPGLEKSGC IVNNLAEFTV
DPKDAGKAPL KIFAQDGEGQ RIDIQMKNRM DGTYACSYTP VKAIKHTIAV VWGGVNIPHS PYRVNIGQGS HPQKVKVFGP GVERSGLKAN EPTHFTVDCT EAGEGDVSVG I
KCDARVLSE DEEDVDFDII HNANDTFTVK YVPPAAGRYT IKVLFASQEI PASPFRVKVD PSHDASKVKA EGPGLSKAGV ENGKPTHFTV YTKGAGKAPL NVQFNSPLPG DAVK
DLDIID NYDYSHTVKY TPTQQGNMQV LVTYGGDPIP KSPFTVGVAA PLDLSKIKLN GLENRVEVGK DQEFTVDTRG AGGQGKLDVT ILSPSRKVVP CLVTPVTGRE NSTAKFI
PRE EGLYAVDVTY DGHPVPGSPY TVEASLPPDP SKVKAHGPGL EGGLVGKPAE FTIDTKGAGT GGLGLTVEGP CEAKIECSDN GDGTCSVSYL PTKPGEYFVN ILFEEVHIPG
SPFKADIEMP FDPSKVVASG PGLEHGKVGE AGLLSVDCSE AGPGALGLEA VSDSGTKAEV SIQNNKDGTY AVTYVPLTAG MYTLTMKYGG ELVPHFPARV KVEPAVDTSR IK
VFGPGIEG KDVFREATTD FTVDSRPLTQ VGGDHIKAHI ANPSGASTEC FVTDNADGTY QVEYTPFEKG LHVVEVTYDD VPIPNSPFKV AVTEGCQPSR VQAQGPGLKE AFTN
KPNVFT VVTRGAGIGG LGITVEGPSE SKINCRDNKD GSCSAEYIPF APGDYDVNIT YGGAHIPGSP FRVPVKDVVD PSKVKIAGPG LGSGVRARVL QSFTVDSSKA GLAPLEV
RVL GPRGLVEPVN VVDNGDGTHT VTYTPSQEGP YMVSVKYADE EIPRSPFKVK VLPTYDASKV TASGPGLSSY GVPASLPVDF AIDARDAGEG LLAVQITDQE GKPKRAIVHD
NKDGTYAVTY IPDKTGRYMI GVTYGGDDIP LSPYRIRATQ TGDASKCLAT GPGIASTVKT GEEVGFVVDA KTAGKGKVTC TVLTPDGTEA EADVIENEDG TYDIFYTAAK PGT
YVIYVRF GGVDIPNSPF TVMATDGEVT AVEEAPVNAC PPGFRPWVTE EAYVPVSDMN GLGFKPFDLV IPFAVRKGEI TGEVHMPSGK TATPEIVDNK DGTVTVRYAP TEVGLH
EMHI KYMGSHIPES PLQFYVNYPN SGSVSAYGPG LVYGVANKTA TFTIVTEDAG EGGLDLAIEG PSKAEISCID NKDGTCTVTY LPTLPGDYSI LVKYNDKHIP GSPFTAKITD
DSRRCSQVKL GSAADFLLDI SETDLSSLTA SIKAPSGRDE PCLLKRLPNN HIGISFIPRE VGEHLVSIKK NGNHVANSPV SIMVVQSEIG DARRAKVYGR GLSEGRTFEM SDFI
VDTRDA GYGGISLAVE GPSKVDIQTE DLEDGTCKVS YFPTVPGVYI VSTKFADEHV PGSPFTVKIS GEGRVKESIT RTSRAPSVAT VGSICDLNLK IPEINSSDMS AHVTSPSG
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RV TEAEIVPMGK NSHCVRFVPQ EMGVHTVSVK YRGQHVTGSP FQFTVGPLGE GGAHKVRAGG PGLERGEAGV PAEFSIWTRE AGAGGLSIAV EGPSKAEITF DDHKNGSC
GV SYIAQEPGNY EVSIKFNDEH IPESPYLVPV IAPSDDARRL TVMSLQESGL KVNQPASFAI RLNGAKGKID AKVHSPSGAV EECHVSELEP DKYAVRFIPH ENGVHTIDVK F
NGSHVVGSP FKVRVGEPGQ AGNPALVSAY GTGLEGGTTG IQSEFFINTT RAGPGTLSVT IEGPSKVKMD CQETPEGYKV MYTPMAPGNY LISVKYGGPN HIVGSPFKAK VTG
QRLVSPG SANETSSILV ESVTRSSTET CYSAIPKASS DASKVTSKGA GLSKAFVGQK SSFLVDCSKA GSNMLLIGVH GPTTPCEEVS MKHVGNQQYN VTYVVKERGD YVLAV
KWGEE HIPGSPFHVT VP

　Backcolor of amino acid：　Yellow -> site of modification、gray -> in front of processing
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