ModProt http://163.212.171.140/ModProt/home/show_detail ?p...

1 [accesion]Genename| ____chriNo.__[oescription
FLOT1_HUMAN |O75955 FLOT1 6p21.33 |30695486..30710510 Flotillin-1
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Click a modification site to display the information in detail.

[Stero | Aminoacid | Type | Dwison |  bewn |
Y P Lab

160 100407-nagata-pMCAS-10mg.mgf[F014984]
160 Y P Lab 100626-nagata-pMCAS-10mg.mgf[F014995]
160 [l [P |lPaper lcancer Res 2012, 72(10), 2501-2511 |

Protein Sequence

MFFTCGPNEA MVVSGFCRSP PVMVAGGRVF VLPCIQQIQR ISLNTLTLNV KSEKVYTRHG VPISVTGIAQ VKIQGQNKEM LAAACQMFLG KTEAEIAHIA
LETLEGHQRA IMAHMTVEEI YKDRQKFSEQ VFKVASSDLV NMGISVVSYT LKDIHDDQDY LHSLGKARTA QVQKDARIGE AEAKRDAGIR EAKAKQEKV
S AQYLSEIEMA KAQRDYELKK AAYDIEVNTR RAQADLAYQL QVAKTKQQIE EQRVQVQVVE RAQQVAVQEQ EIARREKELE ARVRKPAEAE RYKLERLA

EA EKSQLIMQAE AEAASVRMRG EAEAFAIGAR ARAEAEQMAK KAEAFQLYQE AAQLDMLLEK LPQVAEEISG PLTSANKITL VSSGSGTMGA AKVTGEV
LDI LTRLPESVER LTGVSISQVN HKPLRTA

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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