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0 [accesionfoenchame] ___cneMo. | Description |
FNBP1_HUMAN||Q96RU3 FNBP1 9034.11|/132649466..132805473|Formin-binding protein 1
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Click a modification site to display the information in detail.

[siteno [ aminoscia | type | owsion | oews |

301 5 110218_pOVKATE_1.mgf[F017463]

301 s [P |lLab 110218_pRMG1_3.mgf[F017474]

301 S [P [[lLab 100627_akimura_pOVISE_1.mgf[F017437]
301 s [P [[Lab 100628_akimura_pMCAS_3.mgf[F017456]
301 S P |[Paper Sci Signal 2011, 4(179), rs5

Protein Sequence

MSWGTELWDQ FDNLEKHTQW GIDILEKYIK FVKERTEIEL SYAKQLRNLS KKYQPKKNSK EEEEYKYTSC KAFISNLNEM NDYAGQHEVI SENMASQIIV DLARYVQELK QE
RKSNFHDG RKAQQHIETC WKQLESSKRR FERDCKEADR AQQYFEKMDA DINVTKADVE KARQQAQIRH QMAEDSKADY SSILQKFNHE QHEYYHTHIP NIFQKIQEME ER
RIVRMGES MKTYAEVDRQ VIPIIGKCLD GIVKAAESID QKNDSQLVIE AYKSGFEPPG DIEFEDYTQP MKRTVSDNSL SNSRGEGKPD LKFGGKSKGK LWPFIKKNKL MSLLT
SPHQP PPPPPASASP SAVPNGPQSP KQQKEPLSHR FNEFMTSKPK IHCFRSLKRG LSLKLGATPE DFSNLPPEQR RKKLQQKVDE LNKEIQKEMD QRDAITKMKD VYLKNPQ
MGD PASLDHKLAE VSQNIEKLRV ETQKFEAWLA EVEGRLPARS EQARRQSGLY DSQNPPTVNN CAQDRESPDG SYTEEQSQES EMKVLATDFD DEFDDEEPLP AIGTCKAL
YT FEGQNEGTIS VVEGETLYVI EEDKGDGWTR IRRNEDEEGY VPTSYVEVCL DKNAKDS

Backcolor of amino acid :  Yellow -> site of modification. gray -> in front of processing
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