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|“ Accession|GeneName

|FRLOP_HUMAN||095684  ||FGFR1OP

|6027/167412670..167466201|[FGFR1 oncogene partner|
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Click a modification site to display the information in detail.

[steno [ Aminoacia | type | owison | v |
S P Lab

160 130327_HEK_CE_pphos.mgf[F015007]

160 s P Lab 130327_HEK_ME_pphos.mgf[F015008]

160 s P Lab 130415_HEK_CE_tphos.mgf[F015009]

[160 s P (ILab ||140320_Agarose_.mgf[F017423] |
[160 ls P (ILab ||140320_tita_C18_.mgf[F017426] |
[160 [ls P (ILab ||140320_tita_C18_.mgf[F017426] |
[160 s P (ILab ||140320_HEK_SCE_.mgf[F017428] |
[160 s P (Lab |l140320_tita_SDB_.mgf[F017430] |
[160 s P [Lab |l140320_tita_SDB_.mgf[F017430] |
[160 s P [Lab |l140320_0VISE_SCE_.mgf[F017431] |
[160 s P |[Paper |Isci signal 2009, 2(84), ra46 |
[160 s P |Paper ||sci signal 2011, 4(179), rs5 |

Protein Sequence

MAATAAAVVA EEDTELRDLL VQTLENSGVL NRIKAELRAA VFLALEEQEK VENKTPLVNE SLKKFLNTKD GRLVASLVAE FLQFFNLDFT LA
VFQPETST LQGLEGRENL ARDLGIIEAE GTVGGPLLLE VIRRCQQKEK GPTTGEGALD LSDVHSPPKS PEGKTSAQTT PSKIPRYKGQ GKK
KTSGQKA GDKKANDEAN QSDTSVSLSE PKSKSSLHLL SHETKIGSFL SNRTLDGKDK AGLCPDEDDM EGDSFFDDPI PKPEKTYGLR KE
PRKQAGSL ASLSDAPPLK SGLSSLAGAP SLKDSESKRG NTVLKDLKLI SDKIGSLGLG TGEDDDYVDD FNSTSHRSEK SEISIGEEIE EDL
SVEIDDI NTSDKLDDLT QDLTVSQLSD VADYLEDVA

Backcolor of amino acid :

Yellow -> site of modification. gray -> in front of processing
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