
ID Accession GeneName Chr.No. Description

FYB_HUMAN O15117 FYB 5p13.1 39105338..39274630 FYN-binding protein

Modification Sites Map

Click a modification site to display the information in detail.

Site no Amino acid Type Division Detail

571 Y P Lab 100626-nagata-pRMUGS-10mg.mgf[F015005]

571 Y P Lab 100626-nagata-pOVSAYO-10mg.mgf[F015001]

571 Y P Paper Cell 2007, 131(6), 1190-1203

571 Y P Paper J Proteome Res 2008, 7(2), 526-534

571 Y P Paper Sci Signal 2009, 2(84), ra46

Protein Sequence

MAKYNTGGNP TEDVSVNSRP FRVTGPNSSS GIQARKNLFN NQGNASPPAG PSNVPKFGSP KPPVAVKPSS EEKPDKEPKP PFLKPTGAGQ RFGTPASLTT RDPEAKVGFL KP
VGPKPINL PKEDSKPTFP WPPGNKPSLH SVNQDHDLKP LGPKSGPTPP TSENEQKQAF PKLTGVKGKF MSASQDLEPK PLFPKPAFGQ KPPLSTENSH EDESPMKNVS SSKG
SPAPLG VRSKSGPLKP AREDSENKDH AGEISSLPFP GVVLKPAASR GGPGLSKNGE EKKEDRKIDA AKNTFQSKIN QEELASGTPP ARFPKAPSKL TVGGPWGQSQ EKEKGD
KNSA TPKQKPLPPL FTLGPPPPKP NRPPNVDLTK FHKTSSGNST SKGQTSYSTT SLPPPPPSHP ASQPPLPASH PSQPPVPSLP PRNIKPPFDL KSPVNEDNQD GVTHSDGAGN
LDEEQDSEGE TYEDIEASKE REKKREKEEK KRLELEKKEQ KEKEKKEQEI KKKFKLTGPI QVIHLAKACC DVKGGKNELS FKQGEQIEII RITDNPEGKW LGRTARGSYG YIKT
TAVEID YDSLKLKKDS LGAPSRPIED DQEVYDDVAE QDDISSHSQS GSGGIFPPPP DDDIYDGIEE EDADDGFPAP PKQLDMGDEV YDDVDTSDFP VSSAEMSQGT NVGKA
KTEEK DLKKLKKQEK EEKDFRKKFK YDGEIRVLYS TKVTTSITSK KWGTRDLQVK PGESLEVIQT TDDTKVLCRN EEGKYGYVLR SYLADNDGEI YDDIADGCIY DND

　Backcolor of amino acid：　Yellow -> site of modification、gray -> in front of processing
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